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Sal I Bam H I 



- pUC 19 

I 

Xba I 

1 ATGGAGTCAA AGTTTGCTCA CATCATTGTT TTCTTTCTTC TTGCAACTTC 
original sequence - ag a 
51 CTTTGAAACT CTCTTGGCAC GAAAAGAAAG Tcataaacca aag-atctrac 

mutagenic primer 
101 aacTTCAAAA GGAATTTGAA TGCAATGGAA AACAAAGGTG GCCAGAACTT 

151 ATTGGTGTAC CAACAAAGCT TGCTAAGGGG ATAATTGAGA AGGAAAATTC 

201 ACTCATAACT AATGTTCAC-A TACTACTGAA TGGTTCTCCA GTCACAATGG 

251 ATTATCGTTG TAATCGAGTT CGTCTTTTTG ATAACATTTT GGGTGATGTT 

301 GTACAAATTC CTAGGGTGGC TTAA 



Figure 1 



1 GAATTCCGCA AGGAocacac ccaactatcc acctq CTGCA GAGA TGGTGC 
upstream primer 
51 ACGCAACCTC CCCGCTGCTG CTGCTGCTGC TGCTCAGCCT GGCTCTGGTg 
cc t- original sequence 
101 gctcecggga teectaccac AAAGTGCTCG CTGACTGGGA AATGGACCAA 

mutagenic primer 
151 CGATCTGGGC TCCAACATGA CCATCGGGGC TGTGAACAGC AGAGGTGAAT 

201 TCACAGGCAC CTACATCACA GCCGTAACAG CCACATCAAA T GAG AT C AAA 

251 GAGTCACCAC TGCATGGGAC AC AAAAC AC C ATCAACAAGA GGACCCAGCC 

301. CACCTTTGGC TTCACCGTCA ATTGGAAGTT TTCAGAGTCC ACCACTGTCT 

351 TCACGGGCCA GTGCTTCATA GACAGGAATG GGAAGGAGGT CCTGAAGACC 

401 ATGTGGCTGC TGCGGTCAAG TGTTAATGAC ATTGGTGATG ACTGGAAAGC 

4 51 TACCAGGGTC GGCATCAACA TCTTCACTCG CCTGCGCACA CAGAAGGAG T 

501 GAGGATGGCC CCGCAAAGCC AGCAACAATG CCGGAGTGCT GACACTGCTT 

1 Hind III 
551 GTGATATTCC TCCCCAATAA AGCTTG 



Figure 2 
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EcoR I 
I 

1 GAATTCGCAT ATGGCTGAAG CTGGTATCAC CGGTACTTGG TACAACCAGC 
51 TGGGGTCTAC CTTCATCGTT ACCGCTGGTG CTGACGGTGC ACTGACCGGT 
101 ACT T ACGAAA GCGCTGTTGG TAACGCTGAA AGCCGTTATG TTCTGACCGG 
151 TCGTTACGAC TCTGCTCCGG CTACCGACGG TTCTGGTACT GCTCTGGGTT 
201 GGACCGTTGC TTGGAAAAAC AACTACCGTA ACGCTCACTC TGCTACCACC 
251 TGGTCTGGCC AGTAGGTTGG TGGTGCTGAA GCTCGTATCA ACACCCAGTG 
301 GCTGCTGACC TCTGGTACCA CCGAAGCTAA CGCTTGGAAA TCTACCCTGG 
351 TTGGTCACGA CACGTTCACC AAAGTTAAAC CGTCTGCTGC TTCTATCTAGA 

Xba I 



Figure 3 
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ATCGATGTTC 


ACAAGGAAGT 


TAATTTCGTT 


GCTTACCTAC 


TAATTGTTCT 


51 


TGGTAAGATT 


TTCCTTTACT 


CCTTTGTTTT 


AAAAAATAAA AAAACAAAAA 


101 


AAATCTTGGT 


TTATACATAT 


ATATACACAC 


AAGTAGTTTT 


ATTTTTTTCC 


151 


TT TAT AT TAT 


ATTTGTTGTA 


GGAATATTTC 


TACTTGTTAG 


CGTGGTGGAA 


201 


CATGTTGATG 


CGAAGATCTG 


TACTAAAGAA 


TGTGGTAATC 


TTGGGTTTGG 


251 


GA7ATGCCCA 


CGTTCAGAAG 


GAAGTCCGAA 


AAATCCCATA 


TGCATCAATT 


301 


GTTGCTCAGG 


CTATAAGGGT 


TGTAATTATT 


ATAGTGTTTT 


CGGGAGATTT 


351 


ATTTGCGAAG 


GAGAATCTGA 


CCTAAAAAAC 


CCAAAAGCTT 


GCCCCCTAAA 


401 


TTGTGATACA 


AATATTGCCT 


ATTCAAGATG 


CCCCCATTCA 


GAAGGAAAAT 


451 


CGCTAATTTA 


TCCCACCGGA 


TGTACCACAT 


GTTGCACAGG 


GTACAAGGGT 


501 


TGCTACTATT 


TCGGTAAAAA 


TGGCAAGTTT 


GTATGCGAAG 


GAGAGA.GTGA 


551 


TGAACCCAAG 


GCAAATATGT 


ACCCTGCAAT 


GTGA 





* result of PCR error during isolation of the PPI-II sequence 
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Sal I EcoR I EcoR I 
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151 
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GGGCTGTGAA 


CAGCAGAGGT 
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GCACCTACAT 


201 
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CAAAT GAG AT 


CAAAGAGTCA 


CCATTGCATG 
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cleavage site 
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1 ATGGATGTTC ACAAGGAAGT TAATTTCGTT GCTTACCTAC TAATTGTTCT 

51 TGGTAAGATT TTCCTTTACT CCTTTGTTTT AAAAAATAAA AAAACAAAAA 

101 AAATCTTGGT TTATACATAT ATATACACAC AAGTAGTTTT ATTTTTTTCC 

151 TTTATATTAT ATTTGTTGTA GGAATATTTC TACT7G77AG CGTGGTGGAA 

201 CA7GT7GA7G CGAAGA7CTG TACTAAGAAT TCGCATATGG CTGAAGCTGG 

251 TATCACCGGT ACTTGGTACA ACCAGCTGGG GTCTACCTTC A7CG7 T ACC- 

301 CTGGTGCTGA CGGTGCACTG ACCGGTACTT ACGAAAGCGC TGTTGGTAAC 

351 GC7GAAAGCC G7TATGTTCT GACCGG7CG7 7ACGAC7C7G C7CCGGC7AC 

4 01 CGACGGT7C? GG7AC7GC7C 7GGG77GGAC CG77GC77GG AAAA.-C aa, "" n 

4 51 ACCG7AACGC 7CAC7C7GC7 ACCACC7GG7 C7GGCCAG7A CG77GG7GGT 

501 GCTGAAGC7C G7A7CAACAC CCAG7GGC7G C7GACC7C7G G7ACCACC"A 

551 AGC7AACGC7 7GGAAATC7A CCC7GG7TGG 7CACNACACG 77CACCAAAG 

601 77AAACCG7C TGC7GC77C7 A7C7AG 



cleavage site 

1 MDVHKZVmrv AYLLIVLGIF LLVSWEHVD AKZCTXnshM AEAG 
51 NQLGS7FIV7 AGADGAL7G7 YESAVGNAES RYVLTGRYDS. A? AT I 
101 LGW7VAWKNN YRNAHSATTW SGQYVGGAEA RINTQWLL7S GTTEi 
151 TLVGHD7FTK VKPSAASI* 



Figure 9 
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Figure 10 




Plant lines 



Figure 11 



WO 00/04049 



09/743690 

PCT/NZ99/00110 



8/30 

A) 

1 CCCTCCGTCC CCGCCGGGCA ACAAC7AGGG AGTATTTTTC G7G7C7CACA 

51 TGCGCAAGAT CGTCGTTGCA GCCATCGCCG TTTCCCTGAC CACGGTCTCG 

101 ATTACGGCCA GCGCTTCGGC AGACCCCTCC AAGGACTCGA AGGCCCAGGT 

151 CTCGGCCGCC GAGGCCGGCA TCACCGGCAC CTGGTACAAC CAGCTCGGCT 

201 CGACCTTCAT CGTGACCGCG GGCGCCGACG GCGCCCTGAC CGGAACCTAC 

251 GAGTCGGCCG TCGGCAACGC CGAGAGCCGC TACGTCCTGA CCGGTCGTTA 

301 CGACAGCGCC CCGGCCACCG ACGGCAGCGG CACCGCCC1C GGT7GGACGG 

351 TGGCCTGGAA GAA7AAC7AC CGCAACGCCC ACTCCGCGAC CACGTGGAGC 

401 GGCCAGTACG TCGGCGGCGC CGAGGCGAGG ATCAACACCC AGTGGC7GCT 

4 51 GACC7CCGGC ACCACCGAGG CCAACGCCTG GAAGTCCACG C7GG7CGGCG 

501 ACGACACC77 CACCAAGG7G AAGCCG7CCG CCGCCTCCAT CGACGCGGCG 

551 AAGAAGGCCG GCG7CAACAA CGGCAACCCG C7CGACGCCG TTCAGCAGTA 

601 G7CGCG7CCC GGCACCGGCG GG7GCCGGGA CCTCGGCC 




1 MRKIWAAIA VSLTTVSITA SASADPSKDS KAQVSAAZAG ITG7WYMQLG 

51 STFIV7AGAD GAL7GTYESA VGNAESRYVL 7GRYDSAPA7 DGSGTALGWT 

101 VAWKNNYRNA HSATTWSGQY VGGAEARINT QWLLTSGTTE ANAWK5TLVG 

151 HD7F7KVKPS AAS I DAAKKA GVNNGNPLDA VQQ 



Figure 12 
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Figure 17 
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Figure 19A 
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Figure 20 
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Figure 21 
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Figure 22A 



WO 00/04049 



09/743690 

PCT/NZ99/00110 





Figure 22C 



WO 00/04049 



09/743690 

PCT/NZ99/00110 



17/30 




Figure 23 
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Figure 28 
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